The average difference between calculated and reference spin-label conformers () is given by:
, where pi is the population of the calculated i th spin-label conformer, Di is the distance between the calculated i th conformer and its closest reference (or input) conformer. Note that one spin-label conformer is represented by one point in space. Figure S1 . Three predefined structures of PubRRM12 (with populations of 60%, 20%, and 20%), which were used in PRE synthesis. 100 positions of the free electron in each MTSL are shown as small spheres. Red, green, blue, yellow, magenta spheres represent the MTSL at residues M107, H123, N148, S190, and N218, respectively. Figure S3 . Comparison of synthetic PRE data without errors (○) and calculated PRE data (black line) when 3 pseudo MTSL conformers were used to represent 100 equally populated conformers. Spin labels are located at respective residues M107, H123, N148, S190, and N218, of which locations are indicated by stars. Data from residues in the linker (150-160) and flexible region in were not used in the calculations. Figure S4 . Comparison of synthetic PRE data with error set 1 (○) and calculated PRE data (black line) when 3 pseudo MTSL conformers were used to represent 100 equally populated conformers. Spin labels are located at respective residues M107, H123, N148, S190, and N218, of which locations are indicated by stars. Data from residues in the linker (150-160) and flexible region in were not used in the calculations. Figure S5 . Comparison of synthetic PRE data with error set 2 (○) and calculated PRE data (black line) when 3 pseudo MTSL conformers were used to represent 100 equally populated conformers. Spin labels are located at respective residues M107, H123, N148, S190, and N218, of which locations are indicated by stars. Data from residues in the linker (150-160) and flexible region in were not used in the calculations. Figure S6 . Comparison of synthetic PRE data with error set 3 (○) and calculated PRE data (black line) when 3 pseudo MTSL conformers were used to represent 100 equally populated conformers. Spin labels are located at respective residues M107, H123, N148, S190, and N218, of which locations are indicated by stars. Data from residues in the linker (150-160) and flexible region in were not used in the calculations. Spin labels are located at respective residues M107, H123, N148, S190, and N218, of which locations are indicated by stars. Data from residues in the linker (150-160) and flexible region in were not used in the calculations. The measurement errors are indicated by bars. Figure S10 . Comparison of SAXS data from wild type PubRRM12 (red dots) and a variant spin-labeled at N148 (green dots). Figure S11 . Sequence alignment and secondary structure of PubRRM12 and U2AF65.
